FiY 1

Tll:l:usi% (gmﬁ—l"\_\(‘ )

BUH 4% 1

A BT RE A E AT R E R AR

Ay

ZHRE (EMNBEXRZRE)
#om (7 B IE 4 TR 2 AT+ 0D
H =0 CRE AR R D

AE=EEZREEAEY, REXALHENIMKEE
Bk 80% L L, TERMREMRELE. miEATER
B, fAKREALHAEAF, TRERLFESRE T
I B 5 2% 2E B 350 1A R

ZHREANE M EXREAFR, BHEKXREALHR
FIRE AL E A A kB R ST R BRI R, 4R
cIERAEREY. EMERF. BHREBREF. 2 TED
FEFTHR, TRTRAARENNHR, HAT AELMFRHK
BH R ER AR, FAEMEETELRATERZ

ARE, FREAETEAALEEZE RO BER., H
* B R R KX & £ Cell ., Nature Genetics . Nature
Biotechnology Molecular Plant. Genome Biology % [ [T
B A2 E, #4 KR H 2 Nature Review Genetics .
Nature Plants, Molecular Plant. Genome Biology % % &
HA | 89 % >4 #2 Annual Review of Plant Biology. Cell.,
Nature, Science % H#F|#75]F 1700 & K.

ZIMERFHARER T ET EEZNERZE T, &
AHAER T RE AL BEERF R AFNRT, AEARE
AERFA R TP T K T #

EX VN
(52K E#
i)

HXE (FPEMFRATEZTENFHRE)
X CF BRIt 5 2 7 £ # 5 AT)
AFHM CFERFREE LS T EWFH T
i (P ERFRRE ST EMF IR
T B (FEMFREETS T EMFHR I

THIRA A

ik
HEE K 18618365658 | Hff 45 [zxtian@genetics.ac.cn

=
“17"




RERMERL (FF) BF

WX F
& 4y 1k
£ E T e
Pl (£F) 2/ Fl4 | EAEE | &
(xx 4F xx % EnfEE | ZE5E
= /E# (FA | (BFED] (&H#
Xx 1) & & 4h
=) )
F AL
Ak, A
Pan-genome of wild and
~, T
cultivated
&, =
soybeans/Cell/Yucheng
W, B,
Liu, Huilong Du,
|, A
Pengcheng Li, Yanting
Yucheng |E %, k¥
Shen, Hua Peng, Shulin Chengzhi
2020 4 182 %2020 4 7 Liu, (%, X%,
1 Liu, Guo-An Zhou, Liang, &
162-176 T H9H Huilong [# 7k, &%
Haikuan Zhang, Zhi Liu, Zhixi Tian
Du [, F3#,
Miao Shi, Xuehui Huang,
k&, T
Yan Li, Min Zhang, Zheng
E, &tk
Wang, Baoge Zhu, Bin
=, #,
Han, Chengzhi Liang, and
Zhixi Tian
Resequencing 302 wild FEIEE, %
Zhengkui
and cultivated accessions W, EIiE,
Zhou, Yu
identifies genes related to HEE, B
Jiang,
domestication and &, FH
Wen Zheng
improvement in 2015 4 33 & 015 £ 2 W, T#
2 Wang, Wang, =
soybean/Nature A08-414 T H2H Z, F4l
Zhixi Tian| Zhiheng
Biotechnology/Zhengkui F, B
Gou, Jun
Zhou, Yu Jiang, Zheng ®, B
Lyu,
Wang, Zhiheng Gou, Jun B, FH,
Weiyu Li
Lyu, Weiyu Li, Yanjun H Y EE, X




Yu, Liping Shu, Yingjun

B, FA

Chu, and Zhixi Tian

Zhao, Yanming Ma, Chao b, =7,
Fang, Yanting Shen, ~%, E
Tengfei Liu, Congcong Li, 8, Rz
Qing Li, Mian Wu, Min e, £,
Wang, Yunshuai Wu, HEE, *
Yang Dong, Wenting Wan, e, T
Xiao Wang, Zhaoli Ding, #, ®K
Yuedong Gao, Hui Xiang, *, M,
Baoge Zhu, Suk-Ha Lee, SRE, £
Wen Wang, and Zhixi Tian X, HXE
Parallel selection on a
ITH, FX
dormancy gene during
&, HH,
domestication of crops
&L, R
from multiple
W, EIE,
families/Nature
Wik, 7K
Genetics/Min Wang, Min
g, AH
Wenzhen Li, Chao Fang, Wang,
Scott A. e, AR
Fan Xu, Yucheng Liu, Wenzhen
Jackson, £, HiF,
Zheng Wang, Rui Yang, 2018 4 50 & p018 4 9 Li, Chao
Chengcai EAK, E| &
Min Zhang, Shulin Liu, [1435-1441 71 | A 24 H Fang,
Chu, Zhixi X, E
Sijia Lu, Tao Lin, Jiuyou Fan Xu,
Tian &, i,
Tang, Yigin Wang, Yucheng
KRE, BR
Hongru Wang, Hao Lin, Liu
B, LA
Baoge Zhu, Mingsheng
T, A=
Chen, Fanjiang Kong,
2N
Baohui Liu, Dali Zeng,
7, R
Scott A. Jackson, Chengcai
+, BXE




DNA methylation

footprints during soybean

R, K
domestication and
A, AT
improvement/Genome
W, XA
Biology/Yanting Shen,
2018 4 19 % 018 4 9 Yanting |#f, X|%,
4 | Jixiang Zhang, Yucheng Zhixi Tian
128 T A 10 B Shen |BFE, E
Liu, Shulin Liu, Zhi Liu,
E, &tk
Zongbiao Duan, Zheng
, #L
Wang, Baoge Zhu,
%, BHEE
Ya-Long Guo, and Zhixi
Tian
A Pd1-Ps-P1 feedback
x| A, #
loop controls pubescence
%, XE,
density in
soybean/Molecular
Plant/Shulin Liu, Lei Fan, 2020 4F 13 % | 2020 4 Shulin
5 Zhixi Tian W, BRI
Zhi Liu, Xia Yang, [1768-1783 7 |12 A 7 H Liu
#t, K=
Zhifang Zhang, Zongbiao
BERE,
Duan, Qianjin Liang,
K&K, BHE
Muhammad Imran, Min
=

Zhang, and Zhixi Tian

HREFHBEET)




	1
	2020年182卷162-176页
	2
	2015年33卷408-414页
	3
	2018年50卷1435-1441页
	4
	2018年19卷128页
	5
	2020年13卷1768-1783页

