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8:45-9:10  MiJEM C(HEXIRA)
Arabidopsis Protein Arginine Methyltransferase 3 regulates ribosome
biogenesis by affecting pre-rRNA processing

9:10-9:35 LT (EHNMRELA)
/INGFF RNA i &l 3 B0 55 0 B 44 ISRNA

9:35-10:00 E¥ER (FRIIAERBAD
Sequence-based analysis of the origin and function of copy number

variation in rice population



10:00-10:25 BRMIFF (ZEF BB

Genome-wide binding analysis of the transcription activator IPA1 reveals
a complex network regulating rice plant architecture
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10:40-11:05

11:05-11:30

11:30-11:55

11:55-12:20

HOE (A TRELD
Root Enhancerl encodes a cytosolic cytokinin oxidase/dehydrogenase
and promotes crown root formation in rice

2FE (JHZERREH)
Functional characterization of BS1 in cell wall polysaccharide
modification in rice

Ml g fRaaD)

Interaction of nitric oxide and reactive oxygen species signaling

AER CERRREL
An activated stem cell lineage is acquired for axillary meristem initiation
in Arabidopsis
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% (G RRELD

FLS2 immune receptor complex in plant innate immunity
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14:20-14:45 Xy (FREIEEIZH)
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14:45-15:10 ZAFKWN (D8 m R4
Arabidopsis CLCd gene negatively regulates PAMP-triggered immunity

15:10-15:35 &L (7 RFFIRELD
The inter-kingdom regulation between Xanthomonas campestris pv.
campestris and its host plant

15:35:-16:00 PEEH, CRILIEIREA)
Transcriptome analysis of Pid3 mediated rice blast resistance

16:00-16:15 Z&K
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16:15-16:40 WHM CRUTRELD)
Optimization of double T-DNA binary vector system to screen
marker-free transgenic progeny

16:40-17:05 RAEE (What [H R )
ARC1 encodes a callose synthase that functions in vein development and
affects symplastic unloading from the phloem of rice caryopsis
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8:30-8:55

8:55-9:20

9:20-9:45

9:45-10:10

BRYE (AL REH)
Transcriptional control of jasmonate signaling in regulating flowering
time of Arabidopsis

LN CHTEUREAD
Arabidopsis VPS23 confers salt tolerance by regulating intracellular
sorting

BEwk GRS AD
Functional analysis of the Major Latex Protein 1 (GhMLP1) in
Gossypium hirsutum

Mg CFLER BRI 4D
The newly discovered Augmin complex and the organization of plant
microtubule arrays

10:10-10:25 Z5BK

10:25-10:50 PHZRZR (5RINFARAL)

10:50-11:15

11:15-11:40

Loss-of-function mutation of MHZ5 differentially affects coleoptile and
root ethylene response in rice

BmE GEOSERELD
PAIR4 is required for meiotic microtubule assembly and DSB formation
in rice

A (EEPRRELAD
Nicotinate O-Glucosylation in NAD salvage pathway, an evolutionarily
new but essential molecular function for seed germination in Arabidopsis
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U HREA e AR, LB R AN 1 H ARyt



